Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; disorder in main residue; R factor = 0.048; wR factor = 0.077; data-to-parameter ratio = 11.7.
Experimental
Crystal data Refinement R[F 2 > 2(F 2 )] = 0.048 wR(F 2 ) = 0.077 S = 0.89 2762 reflections 236 parameters 3 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 0.10 e Å À3 Á min = À0.14 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). There are two types of intramolecular hydrogen bonds in Schiff bases, N-H···O hydrogen bond in keto-amine or N···H-O hydrogen bond in phenol-imine tautomeric forms (Karabıyık et al., 2008) .
The present X-ray investigation shows that the title compound is a Schiff base which exists in the cis-quinoid form in the solid-state. A PLATON plot of the molecule is shown in Fig.1 . The molecule is nearly planar, the angle between the least-squares planes of the benzene rings being 3.6 (1)°. The F atoms of the CF 3 group are disordered over two sets of sites with refined occupancies of 0.61 (5) and 0.39 (5). The N1-C14 bond length of 1.305 (3) Å is typical of a double bond. The crystal structure is stabilized by intra-and intermolecular O-H···O and N-H···O hydrogen bonds.
The title compound was prepared by the reaction of a solution containing 2-hydroxy-5-(trifluoromethoxy)benzaldehyde (0.045 g 0.23 mmol) in 20 ml ethanol and a solution containing 4-amino-4-methylphenol (0.029 g 0.23 mmol) in 20 ml ethanol. The reaction mixture was stirred for 1 h under reflux. Crystals of the title compound suitable for a X-ray analysis were obtained from ethylalcohol by slow evaporation (yield 64%; m.p.402-408 K).
Refinement
The structure of the title compound was solved by direct methods and refined by full-matrix least-square techniques. The H atoms bonded to O1 and N1 were freely refined. All other H atoms were placed in calculated positions and refined using a riding model, with C-H = 0.93 Å and U iso (H) = 1.2U eq (C) for aromatic H atoms, and with C-H = 0.96 Å and U iso (H) = 1.5U eq (C) for methyl H atoms. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (2) 138 (2) O1-H1A···O2 i 0.99 (3) 1.63 (3) 2.591 (2) 164 (3) Symmetry codes: (i) −x, −y+2, −z+1.
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